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1999 – 2000 Getting into Genomics : Leicester, NIEHS, 
UCSF



2007 – ECETOC technical meeting: Brussels



2007 – ECETOC mutagenesis methods workshop: Malta



2007 – ECETOC workshop on the application of Omic
Technologies : Malaga (the first one)



2007-The analysis flow and bioinformatic methods



2008 – ECETOC workshop on Significance of DNA 
adducts : Cavtat



2008 - Cavtat

GEO Omnibus accession – GSE9547



2008 - Cavtat

ATM Activation?

Ah genes

Adduct genes?



2010 & 2013 & 2016 :  The Further Malaga meetings



2010 - Key drivers for the application of genomics 
in chemical risk assessment : Malaga



2013 - miRNAs and methylation as markers of exposure 
: Malaga

miRNAs and methylation as markers of exposure

Marczylo et al Epigenetics 7, 1 (2012)



2016 – Hazard – Phenotypic anchoring : Malaga

Correlation of ncRNA (miRNA) expression profiles with other profiles (mRNA/DNA 
methylation) and phenotypic endpoints (testicular toxicity) following chronic DOX.



2015 & 2016 - meetings to consider standard methods 
for data analysis : Brussels

• David Rouquié, France

• Mohamed Benahmed, UNICE, France

• Timothy Ebbels, Imperial College London, UK

• Karma Fussell, Nestlé, Switzerland

• Tim Gant, CRCE, UK

• Madeleine Laffont, ECETOC, Belgium

• Alan Poole, ECETOC, Belgium

• Steffen Schneider, BASF, Germany

• Leming Shi, NCTR/FDA, USA

• Weida Tong, NCTR/FDA, USA

• Shu-Dong Zhang, Queen’s Univ. Belfast, N. Ireland



2015 & 2016 : Brussels - Work Area

CEFIC/LRI C4 

project



2016 – Key meeting; Omics in Risk Assessment : 
Madrid

Outcomes – Reporting and Weight of Evidence Frameworks



2016 - Madrid workshop to OECD projects

OECD Omics Reporting Framework (OORF)

Guidance Document on Good Practices 

and Standardisation of Sample 

Collection for Omics Analysis.



CEFIC-LRI C4 output – T ROAM (ODAF – Omics Data 
Analysis Framework)

• Adopted as an appendix to the OORF

• Now in the commenting round

Transcriptomics Reference Omics Analysis 

Method (T-ROAM)



2022 – Brussels on-line 




From Madrid to Brussels and on to Paris



2024 – AI and chemical risk assessment : Sophia 
Antipolis



In conclusion – 2022
• Thanks to ECETOC for sticking with 

the pursuit of the pathway for more 

than a decade – and supporting the 

hotels in Malaga. 



Some final thoughts from the early days

Gene expression may identify a hazard, but an assessment of risk requires dose response data, 

and mechanistic understanding by pathway analysis, particularly at low dose. 

Rusty Thomas, George Daston, Heidrun Ellinger-Ziegelbauer - 2008

“The methods that are used to analyze the data can have a profound influence on the 

interpretation of the results.” 

John Quackenbush – 2001 Nature Reviews Genetics

‘…the new technologies impose a greater demand on toxicologists to exercise expert judgement 

on the meaning of their data….’ 

Lewis L. Smith – Tips June 2001
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• This is a main cover.

• Duis aute irure dolor in reprehenderit in voluptate 
velit esse cillum dolore eu fugiat nulla pariatur.

• Date

Thank you.
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